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Abstract

Mites of the family Pachylaelapidae Berlese, 1913 are a group of predatory mites with free-living
species, feeding on arthropods and soil-inhabiting nematodes. Identification of these mites is difficult,
because of morphological similarities in a significant number of species and also the fact that new
taxons descriptors have referred to some morphological features that have not sufficient distinction
criteria to differentiate them from close taxons. Therefore, the use of new identification methods can
be helpful in this context. In the present study, along with identification, based on morphological
characteristics and size (morphometric identification), we used a molecular method, based on the
sequencing of the internal transcribed spacer (ITS) gene to identify two species Olopachys compositus
Koroleva, 1976 and Olopachys caucasicus Koroleva, 1976. After DNA extraction, ITS region were
amplified and sequenced, using the appropriate primers and afterward the sequences were recorded in
GeneBank. Alignment of sequences was performed and the genetic differences between species was
calculated as 2.3 percent. As a result of these investigations, in addition to the separation of the two
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species O. compositus and O. caucasicus based on morphological differences, the molecular method
also well confirmed the difference between these two species.
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Table 1- Accession number for ITS gene, habitat, collected area from two species Olopachys
compositus and O. caucasicus.

Accession number

species habitat collected area
for ITS
Olopachys
P .y Forestareas of the  goj| under poplar tree MG251567
compositus Imamzadeh Hashem
Olopachys caucasicus Saravan forest Soil under pine tree MH175160
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O. (Hirst, 1913) (A47.) 5 Ornithonyssus sylviarum (G. Canestrini & Fanzago, 1877) (4Y7//0) slas ,$
Typhlodromus rhenanoides Athias-Henriot, 1960 (4Y7/.) sla4,S L Phytoseiidae o5l 5l 5 dbacoti
K. aberrans (Oudemans, 1930) (4Y/.) Kampimodromus corylosus Kolodochka, 2003 (4Y/.)
Phytoseius finitimus (AAY.) A. herbicolus Chant, 1959 (AAY.) dargoensis (Muma) (AA/.) Amblyseius
1973 (4Y/.) N. cucumeris (Oudemans, 1930) (AAY.) Neoseiulus paspalivorus (De Leon) (AA/.) Ribaga
Typhlodromus vulgaris Ehara, 1959 N. picanus (Ragusa, 2000) (4Y/.) N. idaeus Denmark & Muma
5 Neoseiulella litoralis Swirski & Amitai, 1984 (4Y/.) Phytoseiulus longipes Evans (4Y7.) «(4Y7/.)
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O.COMPOSIEUS I ittt ettt ettt e ettt et ettt e et et et et ettt te et e eeeeeeaanenenens : 420
O.CAUCASICUS T ittt ittt it ittt ittt ettt ettt tae it eieeneenenennennan : 415

O.COMPOSIEUS I ettt ettt et et et et et e e et ettt et e et e et ettt e eeaenenenans : 480
O.CAUCASICUS & it ittt ittt ittt ettt ittt Tt e i : 475

O.COMPOSITUS I v et u ettt ettt ettt te ettt eeeeneneeeeneneneneeneneeeeneas : 540
O.CAUCASICUS I vttt iet ittt ittt ie e ene e eneeneaneneeneeneeneaneneenns : 535

O.COMPOSITUS I v et ittt ittt et e tteneeenenenenenn Toveennn I, T... : 599
O.CAUCASICUS I vttt ie ittt ettt it ieeteene e e eneeaeeneneeneeneeneaneneenns : 595

O.COMPOSIEUS I ittt ettt et et et et ettt e ettt e et et ettt ettt aeeeeeeeenenenann : 659
O.CAUCASICUS & ittt ittt it ittt ettt ettt ittt ittt eie e : 655

O.COMPOSIEUS & 4 et ettt ittt ettt ettt aee e e e e e e e e : 718
0.CAUCASICUS & vtvvtneunenneneeneenenns L Tovennnnn. : 715

O.compositus : ..... : 723
O.caucasicus : ..... : 720

Olopachys caucasicus 5 Olopachys compositus « ;S 53 4 b5 s ITS 5 a4l edd 3,0 sla JIg - IS
0 Al 5 A b ge sdasliS slusl Lol (GAP) Aol 5 OLSS Slaus wS 6 G e LS 5w o b 5 LG
S VoINS S o ;,JJA LSLQLSHJJ

Fig. 1. Alignmented sequences of the ITS gene for two species Olopachys compositus and Olopachys
caucasicus. The dots and hyphen represent the same nucleotides and spacing (gap), respectively.
Numbers represent the position of each nucleotide in alignmented sequences.
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